Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.007 Å; R factor = 0.066; wR factor = 0.179; data-to-parameter ratio = 16.8.
Related literature
For general background to the biological activity of 1,3,4thiadiazole derivatives, see: Nakagawa et al. (1996) ; Wang et al. (1999) . For bond-length data, see: Allen et al. (1987) . 
Experimental

Crystal data
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (North et al., 1968) T min = 0.958, T max = 0.989 2596 measured reflections 2492 independent reflections 1405 reflections with I > 2(I) R int = 0.023 3 standard reflections every 200 reflections intensity decay: 1% Refinement R[F 2 > 2(F 2 )] = 0.066 wR(F 2 ) = 0.179 S = 1.00 2492 reflections 148 parameters 1 restraint H-atom parameters constrained Á max = 0.18 e Å À3 Á min = À0.52 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: CAD-4 EXPRESS (Enraf-Nonius, 1989); cell refinement: CAD-4 EXPRESS; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. 5-(4-Pentylphenyl)-1,3,4-thiadiazol-2-amine Y. Wang, R. Wan, F. Han and P. Wang Comment 1,3,4-Thiadiazole derivatives represent an interesting class of compounds possessing broad spectrum biological activities (Nakagawa et al., 1996) . These compounds are known to exhibit diverse biological effects, such as insecticidal, fungicidal activities (Wang et al., 1999) . The structure of the title compound, (I), is shown in Fig. 1 , in which the bond lengths (Allen et al., 1987) and angles are generally within normal ranges. The dihedral angle between the thiadiazole and phenyl ring is 29.90 (19) °. An intramolecular C-H···S interaction is observed ( Fig. 1 ). There is intermolecular N-H···N hydrogen bond ( Fig. 2) , forming chains along the c axis. The intermolecular N-H···N hydrogen bond creates centrosymmetric dimers.
Experimental 4-Pentylbenzoic acid (5 mmol) and thiosemicarbazide (5 mmol) were mixed in a 25 ml flask, and kept in the oil bath at 90°C for 6 h. After cooling, the crude product (I) precipitated and was filtered. Pure compound (I) was obtained by crystallization from ethanol(20 ml). Crystals of (I) suitable for X-ray diffraction were obtained by slow evaporation of an acetone solution.
Refinement
All H atoms bonded to the C atoms were placed geometrically at the distances of 0.93-0.97 Å and included in the refinement in riding motion approximation with U iso (H) = 1.2 or 1.5U eq of the carrier atom. Fig. 1 . A view of the molecular structure of (I). Displacement ellipsoids are drawn at the 50% probability level. Dashed lines indicate C-H···S short contact distance. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (17) C4-C5-C6 115.6 (4) C12-N1-N2 113.7 (3) C4-C5-H5A 108.4 C13-N2-N1 112.3 (3) C6-C5-H5A 108.4 C13-N3-H3A 120.0 C4-C5-H5B 108.4 C13-N3-H3B 120.0 C6-C5-H5B 108.4 H3A-N3-H3B 120.0 H5A-C5-H5B 107.4 C2-C1-H1B 109.5 C11-C6-C7 117.2 (4) C2-C1-H1C 109.5 C11-C6-C5 122.0 (4) H1B-C1-H1C 109.5 C7-C6-C5 120.8 (4) C2-C1-H1D 109.5 C8-C7-C6 121.0 (4) H1B-C1-H1D 109.5 C8-C7-H7A 119.5 H1C-C1-H1D 109.5 C6-C7-H7A 119.5
Hydrogen-bond geometry (Å, °) 
